LN Genetica 115: 325-327. 2002. 


Contents Volume 115 2002 


Volume 115 No. 1, May 2002 


Special Issue 
Evolution of the Genome Size 
Guest Editor: D.A. Petrov 


Genome deterioration: loss of repeated sequences and accumulation of junk DNA 
A.C. Frank, H. Amiri, S.G.E. Andersson 

Jam packed genomes - a preliminary, comparative analysis of nucleomorphs 

PR. Gilson, G.I. McFadden 

Mechanisms and rates of genome expansion and contraction in flowering plants 
J.L. Bennetzen 

Feast and famine in plant genomes 

J.F. Wendel, R.C. Cronn, J.S. Johnston, H.J. Price 

Transposable elements and the evolution of genome size in eukaryotes 

M.G. Kidwell 

Expansion of genome coding regions by acquisition of new genes 

E. Betrán, M. Long 

DNA loss and evolution of genome size in Drosophila 

D.A. Petrov 

Genome size and the accumulation of simple sequence repeats: implications of new 
data from genome sequencing projects 

J.M. Hancock 

Why so many noncoding nucleotides? The eukaryote genome as an epigenetic 
machine 

E. Zuckerkandl 

Genome size and developmental complexity 

T.R. Gregory 


Volume 115 No.2, June 2002 


Genome of Azotobacter vinelandii: counting of chromosomes by utilizing copy 147-158 
number of a selectable genetic marker 
L. Pulakat, S.-H. Lee, N. Gavini 


Nucleotide and repeat length variation at the nonA gene of the Drosophila virilis 159-167 
group species and its effects on male courtship song 
S. Huttunen, J. Vieira, A. Hoikkala 


1-12 
13-28 
29-36 
37-47 
49-63 
65-80 
81-91 
93-103 
|| 105-129 
131-146 
| 
| 
| | 
| | 


326 


Karyotype evolution in Tilapia: mitotic and meiotic chromosome analysis of 
Oreochromis karongae and O. niloticus x O. karongae hybrids 

S.C. Harvey, R. Campos-Ramos, D.D. Kennedy, M.T. Ezaz, N.R. Bromage, D.K. Griffin, 
D.J. Penman 


Repeated losses of TTAGG telomere repeats in evolution of beetles (Coleoptera) 
R. Frydrychova, F. Marec 


Chromosome analysis and FISH mapping of ribosomal DNA (rDNA), telomeric 
(TTAGGG),, and (GATA),, repeats in the leech Haemopis sanguisuga (L.) (Annelida: 
Hirudinea) 

R. Vitturi, A. Libertini, F. Armetta, L. Sparacino, M.S. Colomba 


Evidence of natural selection for disease resistance in Composite Cross Five (CCV) 
of barley 
E.Y. Danquah, J.A. Barrett 


Chromosomal location of 46 new RAPD markers in rye (Secale cereale L.) 
C. Gonzalez, M.V. Camacho, C. Benito 


Organization and phylogenetic analysis of k-bungarotoxin genes from Bungarus 
multicinctus (Taiwan banded krait) 
L.-s. Chang, C. Chung, J. Lin, E. Hong 


Karyotypic diversity in polyploid gibel carp, Carassius auratus gibelio Bloch 
L. Zhou, J.F. Gui 


Tn5044-conferred mercury resistance depends on temperature: the complexity of 
the character of thermosensitivity 
G. Kholodii, E. Bogdanova 


Volume 115 No.3, August 2002 


Morphometric variations in the housefly, Musca domestica (L.) with latitude 
S.M. Alves, M. Bélo 


A natural triploid in Trichomycterus davisi (Siluriformes, Trichomycteridae): mitotic 
and meiotic characterization by chromosome banding and synaptonemal complex 
analyses 

L.A. Borin, 1.C. Martins-Santos, C. Oliveira 


Diversity and genetic distance in populations of Steindachnerina in the upper Parana 
river floodplain of Brazil 
A.V. Oliveira, A.J. Prioli, S.M.A.P. Prioli, C.S. Pavanelli, H.F. Julio Jr., R.S. Panarari 


Cytogenetic mapping of five YAC clones to human chromosome region 2q31 — q32.1 
in relation to the FRA2G common fragile site 
F. Pelliccia, M.Z. Limongi, L. Gaddini, M.T. Russo, A. Rocchi 


Nonrandom chromosomal distribution of spontaneous breakpoints and satellite DNA 
clusters in two geographically distant populations of Chironomus riparius (Diptera: 
Chironomidae) 

S. Bovero, T. Hankeln, P. Michailova, E. Schmidt, G. Sella 


The fixation probability of a beneficial allele in a population dividing by binary fission 
T. Johnson, P.J. Gerrish 


169-177 


179-187 


189-194 


195-203 


205-211 


213-221 


223-232 


233-241 


243-251 


253-258 


259-267 


269-272 


273-281 


283-287 


| 
| 
| 
— 
| 


Experimental evidence that the maize Activator (Ac) transposase can act on a 
non-transposable element promoter to repress reporter gene expression in transient 
plant assays 
A.F. MacRae 


Relationship between chromosomal polymorphism and wing size in a natural 
population of Drosophila subobscura 
D.J. Orengo, A. Prevosti 


Presence and behaviour of B-chromosomes in Acanthophyllum laxiusculum 
(Caryophyllaceae) 
S.M. Ghaffari, A. Bidmeshkipoor 


Volume Contents 
Authors Index 


Instructions for Authors 


311-318 


327 

328 
329 

| 
| 


